Ltd.).
ii) Single-crystal X-ray diffraction experiment
Single-crystal X-ray analysis of 1 was performed at 298 K on a Bruker SMART APEX CCD area detector (graphite-monochromated Mo-K radiation ( = 0.71073 Å)) with a nitrogen flow temperature controller. Empirical absorption corrections were applied using the SADABS program. The structure was solved by direct methods (SHELXS-97) and refined by full-matrix least squares calculations on F 2 (SHELXL-97) using the SHELX-TL program package. Non-hydrogen atoms were refined anisotropically; hydrogen atoms were refined in a riding model. The crystal face indexing was carried out using SMART in a SHELXTL Ver.6.12 program package with a twin resolution program. Crystallographic data of the structure is summarized in Tab. S1.
(b) Crystallographic data 
